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Key message

The opinion of NERVTAG is that VUI-202012/01 demonstrates a substantial increase in
transmissibility compared to other variants (moderate confidence).

Current assessment

e Prevalence and geographic spread: ONS data indicate that prevalence of the
new variant is already high in the London and the South East: in the order of
London 60%, SE 40%, East 60%. It has also been detected in other parts of the
UK.

e Growth rate of infections involving the new variant is estimated from genomic
analysis to be around 71% higher (95%Cl: 67%-75%) higher than other variants.
Doubling time for infections involving the new variant appears to be around 7d in
London. The new variant may have emerged as early as September.

e R-value of the new variant strain appears to be significantly higher than for other
strains - initial estimates suggest possibly between 0.39 and 0.93 higher.
Uncertainty in this range should be reduced by next week.

e International: Few cases of this variant have been reported internationally but
one confirmed export from the UK to Australia has been reported. It was noted
that other countries have lower sequencing capability than the UK, which may
mean it is currently present but undetected.

While it is not yet possible to completely exclude the possibility that the spread of the
new variant is driven by changes in behaviour and lower adherence, this now seems
extremely unlikely. The observation that the new variant has demonstrated exponential

growth during a period when national lockdown measures were in place is very
concerning.
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Unknowns

There is currently insufficient data to draw any conclusion on:

e The age distribution of cases. There is no evidence as yet of major differences.
Better data on this will be available next week.

e Disease severity: 4 deaths in around 1000 cases have been identified, which
appears similar to non mutant virus, but further work is needed to compare this
fatality rate with matched non-variant data sets. Better comparative data on
reinfection, readmission and case fatality rates will be available next week.

e Impact on reinfection and vaccination. The location of the mutations in the
receptor binding domain of the spike protein raises the possibility that individuals
who have infected with other strains or who have recently been vaccinated will
not have full cross immunity with this strain but this has not yet been tested. Four
probable reinfections have been identified amongst 915 subjects with this variant
but further work is needed to compare this reinfection rate with non mutant virus
(which may have comparable reinfection rates). Lab studies to test this using
convalescent and post-immunisation sera will take at least a further week.

e Impact on testing: work is ongoing to evaluate the ability of Lateral Flow
Devices to detect the new variant. Preliminary tests suggest that they can, but
fuller evaluation is required. RT-PCR tests can be adapted rapidly to respond to
the new variant.

e Underlying mechanism of increased transmissibility are not known (e.g.
increased viral load, tissue distribution of virus replication, serial interval etc).
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